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6VH-FR1 primers 



Heteroduplex analysis 

onodonalcel 
In polyclonal 



l«TWAASAGc<CTCTATGGTrCAGG(y^(nTATooCTACTACG<rATGGAC(rrCTTO 
CTGTGCAAGAG<i»trWlCAGTAACT(!cCTACTACriACTACGGTArGGACGTCTGG 
CriCTGCAAGAC5Ail«AGTATAGCAGCTCGTACAACTGGTTCGACTCCTGG 
CTGT6CAAGAGAraa!oocAeCTa3TTTr(3CTTTT( 



CTGTGCAAGAGoACFTTOoATGCTTTTGATATCTGG 
CTGTGCAAGAGcGTGGGAGCTACTAGACTACTGG 
CTGTeCAAGoGTAGCTAAACCTTTGACTACTGG 
CTGTCCAAaiCTACTTTSACTACTGG 




(SEQ ID 
(SEQ ID 
(SEQ ID 
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A. IGH gene complex (#14q32.3) 

*-tel 2514. 



-m ■■ ■ — ■-»- 



51 s H 3 !! S3 is Si I 

-CM-CHE a B l 



s n 5 i 3 1 !^ ^ § I 1 § 




^] Q O-M-Bfl Q — ttflW-QO D— n-DO-M — B — O-CHl — 00— 



gjHi-6: 

-CHHHHHHH 



Vh-FRI primers VH-FR2 primers 



VH-FR3 primeis 



(SEQ ID NO: 1) 
(SEQ ID NO: 2) 
(SEQ ID NO: 3) 
(SEQ ID NO: 4) 
(SEQ ID NO: 5) 
(SEQ ID NO: 6) 

(SEQ ID NO: 7) 
(SEQ ID NO: 8) 
(SEQ ID NO: 9) 
(SEQ ID NO: 10 
(SEQ ID NO: 11 
(SEQ ID NO: 12 
(SEQ ID NO: 13 



(SEQ ID NO: 16) 
(SEQ ID NO: 17) 
(SEQ ID NO: 18) 
(SEQ ID NO: 19) 
(SEQ ID NO: 20) 



Vh family primers 



IGH tube A g, 
VH1-FR1 (1-2) (-252) GGCCTCAGTGAAGGTCTCCT(3CAAQ 
VH2-FR1 (2-5 (-284) GTCTGGTCCTACGCTGGTOAAACCC 
VH3-FR1 (3-7) (-256) CTGGGGGQTCOCTQAGACrCT^^ 
VH4-FR1 (4^) (-256) CTTCGQAGACarrGTCCCTCACCTG 
VH5-FR1 (5-51)(-255) C6G66AGTCTCTGAAQATCTCCT6T 
VH6-FR1 (6-1) (-263) TCGCAGACCCTCTCACTCACCTGT6 
IGH tube B 

VH1-FR2 (1-2) (-192) CTGGGT6CGACAGGCCCCTGGACAA 
VH2-FR2 (2-5) (-ISO) TGGATCCGTCAGCCCCCAGGGAAGG 
VH3-FR2 (3-7) (-189) GGTCCdCCAGGCTCCAGGGAA 
VH4-FR2 (4^) (-188) TGGATCCGCCAGCCCCCAGGGMGG 
VH5-FR2 (S-51)(-190) GGGTGCGCCAGATGCCCGGGAAAGO 
VH6-FR2 (6-1) (-194) TGGATCAGGCAGTCCCCArCOAGAG 
VHTJFFa (7) (-192) TTQGGTGCGACAGGCCCCTGGACAA 
/GHtubeC 

VH1-FR3 (1-2) (-55) TGGAGCTGAG(yVGCCrrcAGATCT^ 
VH2-FR3 (2-5) (-54) CAATGACCAACAT6GACCCTGTGGA 
VH3-FR3 (3-7) (-57) TCTGCAAATGAACAGCCTGAGAGCC 
VH4-FR3 (4-4) (-48) GAGCTCTGTGACCGCC6CGGACACG 
VH5-FR3 (5-51)(-69) CAGCACCGCCTACCTGCAGTQGAGC 
VH6-FR3 (6-1) (-63) GTTCTCCCTGCAGCrGAACTCTGTG 
VH7-FR3 (7) (-69) CAGCACGGCATATCTGCAGATCAG 



^, IG/f tubes A, B, and C 

CCAGTGGCAGA6GAGTCCATTC (+57) Jh consensus (SEQ id NO: 21) 



Figure 3 (A and B) 
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Figure 4 (A. B and C) 
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A. IGK gene complex (#2p1 1 .2) 

I I g ll II II I Ills 

■.„.„.■ ■ ".^ „.."."_.._.".°....." ■. ! 



J II El Hi in i I II illl Eill 

a, 




Vk family primers 

'Vic2f Vk4VicS VK3f VKlCTe Vic7 ' Kde 











Vk 


Kde primer 

ATCCTGTTGGACGAGACT6GAGACTCC (+132) Kde 




Jk-Ck intron 


Kde primer 






1 



INTR primer Kde 

IGKtubeB ^7 

INTR (-1SS) CGTGGCACCGCGAGCTQTAGAC (SEQ ID NO: 38) 
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Figure 6 (A. B and C) 
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|| Sf l| 5 I I Jl I 11 

i» ii 1 ^ imU I ii i 



a i. §: 



pi P2 
D J C 'dJ c' 



DP2 Jp2 2kb CP2 



fatnDy primers 



DP jp 



(SEQ ID NO: 42) 
(SEQ ID NO; 43) 
(SEQ ID NO: 44) 
(SEQ ID NO: 45) 
(SEQ ID NO: 46) 
(SEQ ID NO: 47) 
(SEQ ID NO: 48) 
(SEQ ID NO: 49) 
(SEQ ID NO: 50) 
(SEQ ID NO: 51) 
(SEQ ID NO: 52) 
(SEQ ID NO: 53) 
(SEQ ID NO: 54) 
(SEQ ID NO: 55) 
(SEQ ID NO: 56) 
(SEQ ID NO: 57) 
(SEQ ID NO: 58) 
(SEQ ID NO: 59) 
(SEQ ID NO: 60) 
(SEQ ID NO: 61) 
(SEQ ID NO: 62) 
(SEQ ID NO: 63) 
(SEQ ID NO: 64) 



TCRB tubes A and B 



AACTArGTTTTGGTArCGTCA 
CACGATGTTCTGGTACC5GTCAGCA 
CAGTGT6TCCT6GTACCAACAG 
AACCCTTTArTGGTACCGACA 
ATCCCTmrrGGTACCAACAG 
AACCCTTTATTGGTArCAACAG 
CGCTATGTArTGGTACAAGCA 
CTCCCU 1 1 1 lU IU6TACAGACAGAC 
CGCTArGTArrGGTArAAftCAG 



V(l12ara/13a/1S I 
Vpi3b I 



Vp20 
Vp21 
Vp22 
V|t23Bb 



CAAAATGlACTGGTArCAACAA 



198) GGCCATeTACTGGTATAGACAAQ 



AlACTTCTArTGGTACAQACAAAFCT 
CACGGTCTACTGGIACCAGCA 
CGTCA I ta lACTQGTACCAGCA 



TCRB tubes A and C: jp A primers 



GTGGTCTAAGTGTCAACATCCATTC 

CTeOTCCAATTGGCAACATCCATTC 

TTCAACCGAGTGACAACATCCArTO 

CTTGGGTCGAGAGACy^GAACCCATAC 

CTGAGCTGAGAGGTAGGArCCATTC 

GTCCGAGTGACACTGTCCA1AC 

TCCQACT6GCATGAC0CWTC 

TCCGACTGGCACGACCCGCTC 



:*63) jpi.1 

[+53) jpi.2 

[+55) jpi.3 

[+56) JP1.4 



i*58) 
1+52) 



(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 
(SEQ ID NO: 



TAACCTTIATTGGTATCGACGTQT 
GGCCATGTACTGGTACCGACA 
TCATGTnACTGGTArCGGCAG 
TTAr&TTTArrGGTArCAACAGAATCA 
■193, h») CAACCTATACTGGTACCGACA 



TCRB tubes B and C: Jp B primers 



AGTGGCACGATCCATTCTTCC (+59) 
ACTGTCACGAGCCATTCGCCC ' — ' 
AGAGTCACGACCCATTCGACC 
CACGAGCCACACQCGC 



JP2.1 (SEQ ID NO: 74) 

JP2J (SEQ ID NO: 75) 

JP2.4 (SEQ ID NO: 76) 

JP25 (SEQ ID NO: 77) 



IT 



Dpi primer DpZpitaner 

I \ 

sr s- 3- 

(SEQ ID NO: 78) Dpi (■aS2) QCt^AAOAQOCTTACAAAGAC Op2 (-137) TTTCCAAGCCCCACACAGTC (SEQ ID NO: 79) 

Figure 7 (A and B) 
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A. TCRG gene complex (#7p14) 



-OS- 







Jyl 


Jt2 








1 1 


Vriii 


VylV 






1 


1 




CI a 







H-l- 





silencers 



Vr family primers 



rCRGtubeA 



(SEQIDNO:83) Vyll (^8) CTTCCACTTCCACTTTGAAA 

C. rCRG tube A Vy-Jy 



,Jy1^.3 Jyl .1/2.1, 
primei 

I 



7CR6tiibesAandB 
CGAGTATCATTGAAGCGGACCATr (+64) J»1. 1/2.1 (JPIffi) (SEQIDN0:84) 
GAG/VAACCGTCACCTTGTTGTG (+385 Jr1.3C.3 (Jy1/2) (SEQIDNO 85) 




PB-MNC VrioJii-acJ Vjt'-Jrt^s 2|s 
vr^o^■^.^K.^ Vrlf-Jrl.iH.1 






3m ' 









JO J GBS-15 " ' ' ' r~ 

4 - 



TC/7GtubeAVr>lr 

D. TCRG tube B Vy-Jy 
o 

1 I 1 «? ^ 




rc/?G tube BVy^Jy 

Rgure 8 (A, B, C, and D) 
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A. TCRD gene complex (#14q11.2) 



1 ^ tel- 




(SEQ ID NO: 8f 
(SEQ ID NO: 
(SEQ ID NO: 81 
(SEQ ID NO: 8S 
(SEQ ID NO: 9 
(SEQ ID NO: 9' 



V81 (-118) 

V82 (-142) 

V83 (-183) 

VS4 (-130) 

VB5 (-165) 

VS6 (-150) 



ATGCAAAAAGTGGTCGCTATT 

ATACCGAGAAAAGGACATCTATG 

GTACCGGATAAGGCCAGAITA 

ATGACCAGCAAAATGCAACAG 

ACCCTGCTGAAGGTCCTACAr 

CCCTGCATrATTGArAGCCAr 



CTTGGGCACACTGACACCTTG (+48) J51 

CTTGTGTTGA6TAGCACCTTG (+51) J52 

GAGAAGCACCTCGGGGCACTC (+84) J83 

CCTTGGATAGACCTCCATGTT (+44) J64 



D82 (-77) AGCGGGTGGTGATGGCAAAGT (SEQ ID NO: 96) 

t D82D83 

DS2 primer D63prtmer 

TATAGGAGTGGQACCXAGOGT (+88)^ D63 (SEQ ID NO: 97) 




Figure 9 (A. B. and C) 
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A. SCLY locus (#11q1 3) 

CCND1 gene 



MTC region (85bp) (^1% of BCL1 breakpoints) 



(SEQ ID NO 98) BCUIMTC 6GATAAAGGCGAGGAGCA1AA 

B. t(11;14) tube SCLf MTC-JH 

i i 1 II i i 1 i g 1 1 5 



CCAGTGGCAGAGGAGTCCATTC (+57) JH 




1(1 1 ;14) tube BCL1 MTOJH 



Figure 10 (A and B) 
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A. BCL-2 gene (#18q21) 

BCL2 gene 



IGHgene (#14q32) 
JH segments 



MBR2 MBR1 



t(14;18) tube A: MBR primers g 
(SEQIDNO lOO) MBR1 (3'en(l of exon 3) (-3072) 
(SEQIDNO:101) MBR2 O'end of exon 3) (-3575) ACTCTGTQGCATWrGCATTArAr 

t|14;1B) tube B: 3-MBR pitanere 
(SEQIDNO:102) 3'MBR1 (3'eni of exon 3) (+549) GCACCTeCTGGATACAACACTG 

(SEQIDNO:103) 3'MBR2 (3'end of ' 

(SEQ ID NO: 1 04) 3'MBR3 (3'end of 
(SEQ ID NO: 1 05) 3'MBR4 (3'end of e» 

t(14i18) tube C: mcrpilmeis 
(SEQ ID NO: 106) ffmcr (STend of exon 3) (+15BB1) CCTFCTGAAAGAAACGAAAGCA 
(SEQ ID NO: 107) mcrl (file AF27S873) (+1961) TAGAGCAAGCGCCCAArAAATA 
(SEQ ID NO: 108) incf2 (ffle AFZTSBTS) (+2407) TGAATGCCATCTCAAATCCAA 



B. t(14;18) tube ABCL2 MBR-JH 



C. t(14;18) tube B BCL2 3'MBR-JH 




D, t(14;18) tube C BCL2 mcr-JH 

I I ^ I 




t(l4.l8) tube C BCL2 mcr-JH 



Figure 11 (A, B, C, and D) 
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Figure 12 (A and B) 
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